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Real-time recombinase-aid amplification detection method for

pathogens in export food—Part 1:Salmonella
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invA FHN . F 78 HE H A(invasion protein A)

PEG: % Z — ¥ (polyethylene glycol)

RAA: A M FHE B A% TR Y 1 (recombinase-aid amplification)

Tricine; = (G2 3 B B H & MR (N-[ Tris(hydroxymethyl) methyl] glycine)
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GTACTGGCGATATTGGTGTTTATGGGGTCGT-T (FAM) -THF-
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8. 2.
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K EETUHE .12 000X g B0 2 min, 3¢ EiF ;s A 100 pL CHE KR 25 Bk % 10 min, 57 B & vk %
#1512 000X g B0 2 min, EIEW AP TTRE RAA S A9 BHYE DNA B .
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xR A
(et
WITIRHE invA BB 185

GTCATTCCATTACCTACCTATCTGGTTGATTTCCTGATCGCACTGAATATCGTACTGG
CGATATTGGTGTTTATGGGGTCGTTCTACATTGACAGAATCCTCAGTTTTTCAACGTTTCC
TGCGGTACTGTTAATTACCACGCTCTTTCGTCTGGCATTATCGATCAGTACCAGCCGTCTT
ATCTTGATTGAAGCCGATGC
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